. (A-E) Yeast cells transfected with HA-Bcl2-L-13 or empty vector were collected 72 h after induction of mitophagy in SD-G medium and subjected to western blotting for mCherry. Generation of free mCherry is indicated by an arrow-head. Yeast strains are atg32∆, atg3∆/atg32∆, atg4∆/atg32∆, atg5∆/atg32∆, atg6∆/atg32∆ or atg8∆/atg32∆ in (A), atg32∆, atg10∆/atg32∆, atg12∆/atg32∆, atg16∆/atg32∆, atg18∆/atg32∆ or atg19∆/atg32∆ in (B), atg32∆, atg20∆/atg32∆, atg21∆/atg32∆, atg23∆/atg32∆ or atg24∆/atg32∆ in (C), atg32∆, atg27∆/atg32∆, atg29∆/atg32∆, atg31∆/atg32∆ or atg33∆/atg32∆ in (D) . Quantitative analysis for free mCherry in (A-D) is shown in (E). The value for atg32∆ cells transfected with HA-Bcl2-L-13 in each experiment was set equal to 1 (n = 3). *P < 0.05 versus all other groups. Bars in graphs indicate P < 0.05. Results are shown as mean ± SEM. , atg1∆, atg2∆, atg9∆ or atg14∆ in (A), atg32∆, atg3∆/atg32∆, atg4∆/atg32∆, atg5∆/atg32∆ or atg6∆/atg32∆ in (B), atg32∆, atg7∆ or atg13∆/atg32∆ in (C), atg32∆, atg8∆/atg32∆, atg10∆/atg32∆, atg12∆/atg32∆ or atg16∆/atg32∆ in (D), atg32∆, atg18∆/atg32∆, atg19∆/atg32∆, atg20∆/atg32∆, atg21∆/atg32∆ or atg23∆/atg32∆ in (E), atg32∆, atg24∆/atg32∆, atg27∆/atg32∆, atg29∆/atg32∆, atg31∆/atg32∆ or atg33∆/atg32∆ in (F) . Quantitative analysis for free mCherry in (A-F) is shown in (G). The value from atg32∆ cells transfected with HA-Bcl2-L-13 in each experiment was set equal to 1 (n = 3). *P < 0.05 versus all other groups. Bars in graphs indicate P < 0.05. Results are shown as mean ± SEM. Upon mitophagy induction, LC3B is recruited to Bcl2-L-13, while the assembly of the ULK1 complex and the interaction between ULK1 and LC3B through the LIR motif take place. How Bcl2-L-13 interacts with the ULK1 complex is unclear, but it is possible that they interact though LC3B multimerization. Bcl2-L-13-mediated mitophagy was assayed by protein degradation assay using mitochondria targeted mCherry-DHFR expressing cells grown in glycerol medium for 72 h. The requirement of certain ATG genes for the canonical yeast mitophagy has previously been described (Okamoto et al., 2009) . Phenotypes in Bcl2-L-12-mediated mitophagy are indicated with plus and minus signs as follows: ++, a similar to or higher level than that in atg32; +, a significantly higher level than the corresponding empty vector-transfected strain and lower level than atg32; -, a similar level to the corresponding vector-transfected strain. Phenotypes in canonical yeast mitophagy are indicated with plus and minus signs as follows: +++, wild-type-like; ++, slightly defective; +, partially defective; -, completely defective.
